WmF Errors (k>rixtete^ _ 
c^, Number: 09/73^ & ^t^f^ ^^^ - 
I I Changed a file 'from non-ASCII to ASCII C |\/ 7* Vorifled by: ; /|^ ' t ^T(g^ 

— r ^ *a P r*i' ' .4>2^ 

[ | Changed the margins in cases where the sequence text was \^Bp^^'I^^^L^^^a line 
J ] Edited a format error in the Current Application Data section, specifically: 

"CZT Edited the Current Application Data section with the actual current number. The number inputted by the 
applicant was Q the prior application data; or Q other ^ . 

| 1 Added the mandatory heading and subheadings for "Current Application Data". 

[ | Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

Changed the spelling of a mandatory field (the headings or subheadings), specffic^Ky:. 

| [ Corrected the SEQ ID NO when obviously incorrect. The sequence gumbers that were edited were: 

[ | Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

| | Corrected subheading placement. All responses must be on the same fine as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

[ j Inserted colons after headings/subheadings. Headings edited included: 

| [ Deleted extra, invalid, headings used by an applicant, specifically: 

| J Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary inrtials/filename at end of file; 

□ page numbers throughout text; □ other invalid text, such as . 

| | Inserted mandatory headings, specifically: 

| ] Corrected an obvious error in the response, specifically: 

f 

[ 1 . Edited identifiers where upper case is used but lower case is required, or vice versa. 
| ] Corrected an error in the Number of Sequences field, specifically: 

| 1 A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| 1 Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
^ due to a Patentln bug). Sequences corrected: ' ^ 

^ -rsipi^-r=sv'-. ~ ~ — ~ 



^£E^a mjner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 3/1/95 
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RAW SEQUENCE LISTING DATE: 12/21/2000 

PATENT APPLICATION: US/09/7 33,6 8 5 TIME: 10:14:24 UOGS NOT CCmp\ 

Correc-sd Diskette ESte^c 

input Set : A:\seq-list.txt WWAUUW IW 

Output Set: N:\CRF3\12212000\l733685.raw 

i < J 10> APPLICANT : Cade, Rebecca M 

4 Dietrich, Robert A 

6 *.120> TITLE OF INVENTION: GENES ENCODING PROTEINS INVOLVED IN THE REGULATION OF 

7 SAR GENE EXPRESSION IN PLANTS 
<J <13Q> FILE REFERENCE: A-310 89A 

C--> 11 <14 0> CURRENT APPLICATION NUMBER: US/09/73: 685 

C--> 12 <141> CURRENT FILING DATE: 2000-12-08 

14 -150> PRIOR APPLICATION NUMBER: 60/171,008 

15 U51> PRIOR FILfNG DATE: 1999" 12 "15 

17 <150> PRIOR APPLICATION NUMBER: 60/175,519 

IB ^151> PRIOR FILING DATE: 2000-01-11 

20 vl60> NUMBER OF SEQ ID NOS : 23 

22 <,17 0> SOFTWARE: Patentln Ver. 2.1 

24 <210> SEQ ID NO: 1 

2 5 <2I1> LENGTH: 5 09 

26 <212> TYPE : DNA 

27 <213> ORGANISM: Arabidopsis thaliana 
29 <220> FEATURE: 

3 0 <"2 2 1> NAME/KEY: CDS 

31 <.222> LOCATION : (68).. (433) 

32 c223> OTHER INFORMATION: gene product NI16 
34 <2 2 0> FEATURE: 

3 5 <221> NAME/KEY: misc_f eatu re 

36 <222> LOCATION: (142).. (147) 

37 <223> OTHER INFORMATION: Sail site 
39 <220> FEATURE: 

4 0 <2 2i> NAME/KEY: mi sc„l"eatu re 

41 <"2 2 2> LOCATION: ( 34 4 ).. (34 9 ) 

42 <2 2 3> OTHER INFORMATION: EcoRI site 
4 4 <4 0 0> SEQUENCE : 3 

4 5 aaaatcagca aataaacttt tcttgactaa gcttaaacga cgccgttaac attttcttct 6 0 



4 7 


ggctaae 


a tg 


aac 


aac 


Let 


ttg 


aag 


aaa 


gaa 


gaa 


cgc 


gta 


gaa 


gaa 


ga (; 


1 09 


4 8 






Me L 


Asn 


Asn 


Ser 


Leu 


Lys 


Lys 


Glu 


Gl u 


Arg 


Val 


Glu 


Glu 


Asp 




49 






1 








5 










.10 












51 


aac 


gga 


aaa 


tct 


gac 


99 1 


aac 


aga 


999 


aaa 


ccg 


teg 


acg 


gaa 


gtt 


gtt 


157 


52 


Asn 


Gly 


Lys 


Ser 


ASp 


Gly 


Asn 


Arg 


Gly 


Lys 


Pro 


Ser 


Thr 


GlU 


Val 


Val 




5 3 


15 






20 










25 










30 




5 5 


egg 


acg 


gta 


acg 


gag 


gaa 


gag 


gtg 


gat 


gag 


ttt 


ttc 


aag 


ata 


tta 


egg 


205 


5 6 


Arg 


Tlir 


Val 


Thr 


Glu 


Glu 


Glu 


Val 


Asp 


Glu 


Phe 


Phe 


Lys 


He 


Leu 


Arg 




57 








3 5 










40 










45 






59 


aga 


gLa 


coc 


g tg 


gcg 


aca 


eg a 


acg 


gtt 


gcg 


aaa 


gtt 


aac 


ggc 


qgt 


gtt 


253 


60 


Arg 


Vdl 


H 1 S 


Val 


Ala 


Th r 


Arg 


Th r 


Val 


Ala 


Lys 


Va 1 


Asn 


Gly 


Gly 


Val 




61 






5 0 










55 










60 








6 3 


get 


gag 


gga 


gag 


tta 


ccg 


tct 


aag 


aag 


agg 


aaa 


egg 


aqL 


cag 


a a t 


ctt 


3 01 


64 


Ala 


Glu 


Gly 


Glu 


Leu 


Pro 


Ser 


Lys 


Lys 


Arg 


Lys 


Arg 


Ser 


Gin 


Asn 


Leu 




6 5 






65 










70 










75 










67 


999 


ttg 


aga 


aac 


tog 


ttg 


gat 


tgt 


aac 


ggc 


gtt 


eg a 


gac 


gga 


gaa 


ttc 


349 
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RAW SEQUENCE LISTING DA1%: 12/21/2000 

PATENT APPLICATION: US/09/7 33,685 1'fMF: 10:14:24 

Input. Set : A:\seq-list.txt 

Output Set: N:\CRF3\12212000\l733685.raw 

6 8 Gly Leu Arq Asn Ser Leu Asp Cys Asa Gly Val Arg Asp Gly Glu Phe 

6 9 80 8 5 90 

71 qdt qaq att aat cqq qLc qqq tta caq qqt ttq qqL ttq qat ctq aac 397 

72 Asp Glu lie Asu Arq Val Gly Lc-m Gin Gly Lou Gly Leu Asp Leu Asn 

73 95 100 105 * 110 

7 5 tqt aaa ccq qaa cca qac acjc qtt aqt tta Leg Ltg tagucttgta 44 3 
7b Cys Lys Pro GJ.u Pro Asp Ser Val Ser Leu Ser Leu 

77 115 .120 

79 gtccttcatg tttttcccct tcttac«jata atcaattttt ttttaactac aatacttttg 503 
81 auaaaa 509 
34 <-210> SEQ ID NO: 2 

85 <211> LENGTH: 122 

86 <212> TYPE ; PRT 

8 7 <213> ORGANISM: Arabidopsis t ha liana 

89 <400> SEQUENCE: 2 

90 Met Asn Asn Ser Leu Lys Lvs Glu Glu Arg Val Glu Glu Asp Asn Gly 

91 1 5 10 15 

9 3 Lys Ser Asp Gly Asn Arq Gly Lys Pro Sor Thr Glu Val Val Arq Thr 
94 20 25 30 

96 Val Thr Glu Glu Glu Val Asp Glu Phe Phe Lys lie Leu Arg Arq Val 

97 AS 4 0 1 45 

( ) r * His Val Ala Thr Arg Thr Val Ala Lys Val Asa Gly Gly Vai Ala Glu 
1 00 50 5 5 6 0 

102 Gly Glu Leu Pro Ser Lys Lys Arg Lys Arg Ser Gin Asn Leu Gly Leu 

103 6 5 7 0 7 5 8 0 

105 Arg Asn Ser Leu Asp Cys Asn Gly Vai Arq Asp Gly Glu Phe Asp Glu 

106 85 90 95 

108 lie Asn Arg Val Gly Leu Gin Gly Leu Gly Leu Asp Leu Asn Cys Lys 

10 9 100 10 5 110 
111 Pro Glu Pro Asp Ser Val Ser Leu Ser Leu 

.3 12 115 120 

116 <210> SEQ ID NO: 3 

117 <211> LENGTH: 170 0 

118 <212> TYPE: DNA 

119 <213> ORGANISM: Arabidopsis thai iana 

121 <22 0> FEATURE: 

122 <2 21> NAME/KEY: wisest' eature 

12 3 <2 22> LOCATION : (36 5).. (374} 

.124 <223> OTHER INFORMATION: TCAl motif 

126 <2 2 0> FEATURE: 

127 <221> NAME/KEY: mi.sc_feat.ii re 

128 <222> LOCATION: (426).. (4 35 ) 

129 <223> OTHER INFORMATION: TCAl motif 
131 <22 0> FEATURE: 

13 2 < 2 2 "1 > NAM E/KE Y : m \ S C_ I e a t u r e 

133 <222> LOCATION: (609).. (614) 

134 <2 2 3> OTHER INFORMATION: MYCATR22 element 

136 <2 20> FEATURE : 

137 <221> NAME/KEY: m i_sc_f eatu re 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 33, 



685 



DATE: 12/21/2000 
TIME : 10: "14:24 



138 

139 

141 

14 2 

14 3 

144 

14 0 

147 

143 

.14 9 

151 

152 

153 

154 

150 

157 

158 

159 

1 6 0 

161 

162 

163 

1 64 

16 5 

160 

167 

168 

1 6 9 

170 

171 

172 

173 

174 

175 

176 

177 

178 

179 

180 

i 81 

18 2 

1.8 3 

184 

185 

188 

1 8 9 

190 

T 91 

193 



Input Set : 
Output Set: 



A:\seq-list . txt 

N:\CRF3\12 21200 0\I7 3 36 8 5.raw 



< ? 2 2 > 
<2 2 3> 
<220> 
<221> 
<222> 
<223> 
<2 20> 
<221> 
<222> 
<223> 
<22 0> 
<221> 
<222> 
<2 2 3> 
<4C)0> 

tgggttttta 
catyaeaaa t 
ttaaaatcag 
ggaaaattca 
aqaaaqaqaq 
qtgqtyaaga 



LOCATION : {646) . . (665 ) 

OTHER INFORMATION: CA.MV AS1 sal lev lie acid response elcment 
FEATURE: 

H AM E/K E Y : mis c„ f e a t u r c 
LOCATION : ( 707) . . (71 2 ) 
OTHER 1 NFORMAT I ON : X BOX 
FEATURE : 

NAME/K E Y : mis o\_ feature 
LOCATION : (757). .(762) 

OTHER INFORMATION : HEXAMERAT 4 element 
FEATURE : 

N AME/KE Y : m i se_fea tu re 
LOCATION: ( 863 )..( 1228 ) 

OTHER INFORMATION: NT 16 qenomic coding reqion 
SEQUENCE: 3 



ttqgataaca 
attiaatata t 
a c a ttt g ttt 
qgtaaaa a ga 
aacatg tag q 
ttattttagg 
tie t g a a g a a g a t g a a f. t g t g 
tegtaaagaa gatgaaaaag 



tgaeaaatat 
cagtgttaa t 
taaaa tea a a 
gaaaa taaag 



ttat ttattt 
aacatg tttt 
tetaatctct 
aatgagagat 



tgaacaaaat aaaqaqatat 
agaggqagag a ga data gad 



etaactattq 
tattcttttg 
tttttccaca 
tacgc ttt a a 
tagttgttga 
aa a tttt age 
ttaacatttt 
agataacqga 
aacqgaqgaa 



ecaaaa tttc 
aag tcaaaag 
ca X ggaettc 
aacatcgoat 
caatatcgac 
aaaataaaat 
cttctggcta 
aaate tgacg 
gaggtgqatg 



aacggttgcg aaagttaaeg 
aeggagtcag aatcttgggt 
a 1 1 eg a t ga g a 1 1 a a t c (j g g 
ggaaceagac agegt.tagtt 



ttacaataa t 
att aacatgt 
tatatatt tg 
aaca taaatt 
ggccttt gec 
ccaaaaaaag 
ca tgqtt tat 



ca a ttt tttt 
tat ccaaat.t 
caaaactara 
ttactaaaat 
tgqcccgttt 
agegggcatt 
ctattaatgt 



t taaagat.ga 
a aa ca aa a qa 
tgtagecgae 
ttat ttctta 
cttta tteca 
gat ga tgt ca 
cgt.ctaagtt 
cageaaataa 
aca tgaaeaa 
qtaacaqaqg 
agttttteaa 
geggtgttqc 
tgagaaactc 
tcqgg ttaea 
tatcgttgta 
ttaaetacaa 
tcagat. tct t 
agteaaaeaa 
eaatgtttta 
agtaatattg 
gegggttggg 
otgeggae (X 



agagagaaag 
aggaagaaga 
aaatac La t t 
cata tactct 
aaagtcaat.a 
ttagea tcaa 
ccacaccgac 
ttttttcttg 
ctctttgaag 
gaaacegteg 
qatattaegg 
tgaqggagag 
gttggattgt 
gggttrgggt 
qaettqtagt 
taettttgaa 
eagttt tat t 
aagctattr a 
aaaaag tgt t 
cagag taqqt 
tgcgtttgga 
gtggacgacg 



tttacgactt aeg aaca tat 
<210> SEQ ID NO: 4 
<2 11> LENGTH: 608 
<212> TYPE: DNA 

<21 3> ORGANISM: Solarium tuberosum 
<2 2 0> FEATURE: 



catgaqtttt 
gtte Ltaaaa 
ta tatcacaa 
agaqagattt 
qa tqata tat 
aaaqaaaatq 



tatt gqa taq 
taca tgeatt 
eg aca t Lgac 
eta tggaaaa 
ttta tgagag 
aeatggtgaa 



agaactccat ggctaaagtc 
aagagaaagg ctaaaataga 



tggtccaagg 
aaaaata tag 
aag tg tgacg 
tct ceaccgt 
ggcta taaya 
dctaagctta 
aaagaagaac 
acqqaagttg 
agagtacacg 
ttacegtcta 
aacgqegtt c 
ttqqatctga 
ccttcatgtt 
aaaaatggta 
tta t acg tea 
agegtt tgac 
gatgy taaag 
atgggcctqt 
actttggatt 
cge ttgttct 



tLatLttgtg 
ecga taccaa 
tea Ly a Lac t 
ccaattta 1 1 
gtttcattat 
aaegacgccg 
gegtagaaga 
ttcggacgqt 
tggcgacacg 
agaagaqgaa 
gagaeggaga 
actgtaaacc 
tttccccttc 
aaagaagatt 
aaagagaag t 
gttcetaaac 
atateaatt g 
a taagggagt 
gtggattagt 
tcttectctg 



60 

120 

180 

240 

300 

3 60 

4 20 
480 
540 
600 
6 60 
720 
780 
84 0 
9 00 
960 
1020 
10H0 
114 0 
1200 
126 0 
1320 
13 80 
144 0 
150 0 

15 6 0 
1620 

16 8 0 

17 00 
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RAW SEQUENCE LISTING DA 1 E : 12/21/20U0 

PATENT AP PL I CAT ION: US/0 9 /7 3 3 , 6 8 5 TIME": 10:14:24 

[npuL Set : A:\seq-list.txt 

Output Set: N:\CRF3\12212000\I733685.raw 



J 94 


<22 


1> NAME/KEY : 


CDS 


























i 9 5 


^222> LOCATION: 


(12- 


4) . . 


(438 ) 




















197 


-400> SEQULNCL 1 : 


4 


























198 


raggt natac 


acacagaaaa cattgaoata aoagategaa 


racaca t ta t 


ft tta tat.taa 


5 0 


200 


tgagagaata 


aagagaagta attgeactag cagtattgac 


aattaatcag 


ctagceggct 


120 


202 


tga 


a t y 


ctu 


ct t 


a Lg 




oca 
\t y u 


gaa 


aj g 




agg 


aag 


aga 


aca 


gca 


ate 


168 


2 0 3 




Me t 






Met 


ASp 


Gly 


Glu 


Lys 


L 'S 


Arg 


Lys 


Arg 


Thr. 


Ala 


lie 




20 4 






















10 










1 5 




20 6 


ggc 


gec 


gqa 


ga t 


egg 


agt 


actg 


gat 


gag 


gta 


gaa 


get 


act 


gtg 


aag 


gag 


21u 


207 


Gly 


Ala 


Gly 


Asp 


Arg 


Ser 


Lys 


Asp 


Glu 


Val 


Glu 


Ala 


Thr 


Val 


Lys 


Glu 




20S 










20 










25 










30 






2 1 0 


gag 


gag 


ccg 


ccg 


tea 


gag 


gcg 


qag 


gtt 


gac 


gag 


ttc 


ttc 


gcg 


ate 


tta 


264 


21 ]. 


Glu 


Glu 


Pro 


Pro 


Ser 


Glu 


Ala 


Glu 


Va 1 


Asp 


Glu 


Phe 


Phe 


Ala 


J le 


Leu 




212 








35 










40 










45 








214 


egg 


agcy 


a tg 


cat 


gtg 


gcg 


gtg 


dcld 


tdt 


etc 


cag 


aga 


aat 


get 


cag 


at I 


312 


215 


Arq 


Arg 


Met 


His 


Val 


Ala 


Val 


Lys 


Tyr 


Leu 


Gin 


Arg 


Asn 


Ala 


Gin 


lie 




216 






50 










55 










60 










218 


ccjg 


ccg 


gaa 


aac 


ctt 


aac 




teg 


ccg 


gee 


ggt 


get 


aac 


ggt 


gtc 


gca 


3 6 0 


219 


Arg 


Pro 


Gl u 


Asn 


Leu 


Asn 


Ala 


Ser 


Pro 


Ala 


Gly 


Ala 


Asn 


Gly 


Val 


Ala 




22 0 




65 










70 










75 












222 


get 


gga 


egg 


aag 


aqa 


gaa 


egg 


gga 


ate 


gtg 


aga 


aaa 


ggt 


gat 


ttg 


gac 


4 0 8 


223 


Ala 


Gly 


Arg 


Lys 


Arg 


GLu 


Arg 


Gly 


lie 


Va 1 


Arg 


Lys 


Gly 


Asp 


Leu 


Asp 




224 


80 










35 










90 










9 5 




226 


etc 


aac 


act 


ctg 


ccg 


gac 


ggc 


gga 


gac 


taa 


ttaacgcagt Ltaagcatag 


4 5 8 


22 7 


Leu 


Asn 


Thr 


Leu 


Pro 


Asp 


Gly 


Gly 


Asp 


















W- - > 22 8 










100 










105 
















210 


gttaattaca 1 


taaatgeace cttaattat c qtagattctt 


aagattgatc I 


tgctgt a cag 


518 


23 2 


attaattaat 1 


taaagcottt ttttatatat atttctccyg 


taaacggttt gctctttgtg 


5 78 


23 4 


attttcttta ataaatttaa tttattttat 
















6 08 


2 3 7 


<210> SEQ ID NO: 


: 5 


























2 3 8 


<211> LENGTH: 104 


























2 39 


%212> TYPE: 


PRT 




























24 0 


<2J 3> ORGANISM: 


Solanum 


tuberosum 


















24 2 


<4 0( 


SEQUENCE : 


5 


























24 3 


Met 


Leu 


Leu 


Met 


Asp 


Gly 


Glu 


Lys 


Lys 


Arg 


Lys 


Arg 


Thr 


Ala 


lie 


Gly 




2 44 


1 








5 










10 










15 






245 


Ala 


Gly 


Asp 


Arg 


Ser 


Lys 


ASp 


Glu 


Val 


Glu 


Ala 


Thr 


Val 


Lys 


Gl u 


Glu 




246 








20 










25 










30 








24 7 


(Uu 


Pro 


Pro 


Ser 


GLu 


Ala 


Glu 


Val 


ASp 


Glu 


Phe 


Phe 


Ala 


Tie 


Leu 


Arg 




24B 






3 5 










4 0 










4 5 










249 


Arg 


Met 


His 


Val 


Ala 


Val 


Lys 


Tyr 


Leu 


Gin 


Arg 


Asn 


Ala 


Gin 


Tie 


Arg 




250 




50 










55 










60 












251 


Pro 


Glu 


Asn 


Leu 


Asn 


Ala 


Ser 


Pro 


Ala 


Gly 


Ala 


Asn 


Gly 


Val 


Ala 


Ala 




252 


65 










70 










75 










8 0 




253 


Gly 


Arg 


Lys 


Arg 


Glu 


Arg 


Gly 


Tie 


Val 


Arg 


Lys 


Gly' 


Asp 


Leu 


Asp 


Leu 




254 










8 5 










90 










95 






255 


Asn 


Thr 


Leu 


Pro 


Asp 


Gly 


Gly 


Asp 




















256 








100 




























260 


<210> SEQ ID NO: 


6 



























ft 
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RAW SEQUENCE LISTING LAl'L : 12/21/20U0 

PATENT APPLICATION: US/09/7 3 3 , 6 8 5 TIME: 10:14:24 

Input Set : A:\seq-list.txt 

Output Sot: N:\CRF3\12212000\I733685.raw 

261 <211> LENGTH: 349 
Ai>2 <2 12> TYPE: UNA 

2u3 ^.21 3> OKGANTSM: Lycopersicon esculentum 

2>>5 <2J0> KJATUKE: 

206 <221> NAME/KEY: CDS 

267 <222> LOCATION: (3).. (233) 

JO 9 <4u0> SLOULNCE: 6 

2" 0 rt trq gag qga g^g qtg gat gag ttt tt c gca att tr.a egg agg atg 4 7 

271 Sor Glu Gly Glu Val Asp Gl u Phe Phe Ala lie Leu Arg Arg Hot 

272 15 10 15 

27 1 (;<ic atg qcc gta aaa tat ctt cag aqa aac get cag att cag ccn gaa 95 

275 His Met Ala Val Lys Tyr Leu Gin Arg Asn Ala Gin lie Gin Pr.,> Glu 

276 20 25 30 

2 78 aar gtt aac get cac ggc age aag tta ace gca teg cog qcc gqt gtt 143 

2 "9 Asn Val Asn Ala His Gly Ser Lys Leu Thr Ala Ser Pro Ala Gly Val 

280 3 5 40 45 

282 aac gga gat gca act gga cag aag aga gaa egg gga ate gtg aga aaa 191 

28 3 Asn Gly Asp Ala Thr Gly Gin Lys Arg Glu Arg Gly lie Val Arg Lys 
284 50 55 60 

28 6 gqt qat ttg gac etc aac act ttg ccg gac tqc gga gac taa 233 

287 Gly Asp Leu Asp Leu Asn Thr Leu Pro Asp Cys Gly Asp 

288 65 70 75 

2 90 cgcagtttaa gcataggtta attacagaaa tgcaccttta at La teg tag att.cttaaga 293 
292 ttgatctget gtaeaaatta attaaatgaa gccttttttL atatataaaa aaaaaa 349 
295 ^210> SEQ 1 D NO : 7 

29 6 <.211> LENGTH: 7 6 

297 <2 1 2> TYPE: PRT 

298 <213> ORGANISM: Lycopersicon esculentum 
300 <4 0 0> SEQUENCE: 7 

3 01 Ser Glu Gly Glu Val Asp Glu Phe Phe Ala lie Leu Arg Arg Met His 
302 1 5 10 15 

30 3 Met Ala Val Lys Tyr Leu Gin Arg Asn Ala Gin lie Gin Pro Gin Asn 
304 2 0 2 5 3 0 

30 5 Val Asn Ala His Gly Ser Lys Leu Thr Ala Scr Pro Ala Gly Val Asn 

306 3 5 4 0 4 5 

30 7 Gly Asp Ala Thr Gly Gin Lys Arg Glu Arg Gly He Val Arg Lys Gly 

308 50 55 60 

30 9 Asp Leu Asp Leu Asn Thr Leu Pro Asp Cys Gly Asp 

310 65 70 75 

314 <210> SEQ ID NO: 8 

315 <211> LENGTH: 7 5 

316 <212> TYPE: PRT 

317 <213> ORGANISM : Glycine max 
319 <400> SEQUENCE: 8 

32 0 Met Glu Val Glu Lys Arg Lys Asn Lys Arg Val Met Gly Glu Glu Glu 

321 1 5 10 15 

32 3 Glu Ser Glu Arg Val Lys Asn Lys Arg Leu Lys Gly Val Glu Glu Glu 

3 2 4 20 25 30 

32 6 Asp Gly Ser Asp Gly Val Pro Thr Glu Glu Glu Val Glu Glu Phe Phe 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/733,685 



OA IT . : 12/2 1/20 1)0 
T J ML : 1U: 1-1:25 



Input. Set : A:\seq-list.txt 

Output Set: N:\CRF3\12212000\l733685.raw 



L:ll M:270 C: Current Application Number differs, Replaced Application Number 

L:12 M:271 C: Current Filing Dote differs, Replaced Current Filing Date 

t:228 M:336 W: Invalid Amino Acid Number in Codinq Region, Sh.0 ID: 4 

L i'iI 2 M:341 W: (46) "n" or "Xaa" used, for SFO ids : 20 

L:5J0 M:341 W: (46) n or "Xaa" used, for SEQ IDs: 21 

L:Si4 M:233 W: Missing blank Lino separator, <220> field identifier 

L:fi>4 M .56 W: Invalid Numeric Header Meld, <220> has non-blank data 

L:^^ M:282 W: Numeric Field Identifier Missing, <21 1> is required. 

1^:535 M:282 W: Numeric Field Identifier Hissing, <2I2> is required. 

L: r >35 M:282 Vt : Numeric Field Identifier Missing, --/213> is required. 

L:535 M:233 W: Missing Blank Line separator, <400> field identifier 

L: r j70 M:282 W: Numeric Field Identifier Missing, <211> is required. 

1:^70 M:282 W: Numeric Field Identifier Missing, <212> is required. 

L: r j70 M:282 W: Numeric Field Identifier Missing, <213> is required. 

L:570 M:283 W: Missing Blank Line separator, <400> field identifier 
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